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maturation of SSU−rRNA from tricistronic rRNA
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fungal−type cell wall organization
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glycolytic process [biological_process]

D−glucose transmembrane transport
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polyphosphate biosynthetic process
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cytoplasm to vacuole targeting by the Cvt
pathway [biological_process]
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karyogamy involved in conjugation with cellular
fusion [biological_process]

mitochondrial transport [biological_process]

budding cell apical bud growth
[biological_process]
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Positive NES indicates enrichment near the top of the ranked gene list

GSEA normalized enrichment scores


